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Supplementary Figure S13 | Sampling, coverage and reliability audit
Complete denominators expose target reuse, implementation-sensitive directionality and non-exchangeable comparator coverage.

a Historical reuse left eligible targets unseen b Fold balancing changes raw directional support

c External-model coverage d Coverage-selection audit

e Reliability trends across definitions f Target-level continuous effects

Targets are translucent; black points are 20 bin means; dashed lines are tertiles.


